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@ To Print the Guide

We recommend you print one wiki
page of the guide at a time. To do
this, click the printer icon at the top
right of the page; then from the
browser File menu, choose Print.
Printing multiple pages at one time
is more complex. For instructions,
refer to How do | print multiple
pages?.

G) Having Trouble Reading the
Text?

Resizing the text for any web page
is easy. For information on how to
do this in your web browser, refer

to this W3C tutorial B .

caBlO Home Page Search for Biological Entities Overview

The caBIO Home Page Search for Biological Entities tool (green box in figure below)is useful for those who have some knowledge of computer
programming concepts to discover any data in caBIO associated with a gene, disease, or compound search term.
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The cancer Bioinformatics Infrastructure Objects (caBl0) model and architecture is a
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Usage Guides

Step-by-step instructions are available to use the Search for Biological Entities tool to find

® genes associated with a disease,
® genes associated with a compound, or
® compounds and diseases associated with a gene.
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