How To Add Data to an Existing Study in calntegrator -
Step 5.7

5.7. In the query results, we can choose to display every EGFR expression value for a given sample, or to display a single value which represents the
median of that sample's values. For simplicity's sake, let's choose the latter option by clicking on the '‘Gene' button next to 'Select Reporter Type', then

clicking on the 'Run Query' button to display the results.

m Results Type Sorting Query Results Save query as...

Select Results Type:
" Annotation ™ Gene Expression

Gene Exprezzion resulf fype - will dizplsy 5 gene exprezszion dsts mainx.
Copy Number result type - will digplay segmentation data with Chromozome position.
Anncitation result type - will dizplay tabular data, including column selection.

Select Reporter Type: « Reporter Id

Reporer id - will dizplsy all reporter ids.
Fene - will dizplay 3 median value for esch gene.

Select Results Orientation: ¢ Genes in Rows | Subjects in Columns ¥ Genes in Columns / Subjects in Rows

Genes in Rows S Subjectz in Columnz - will dizplsy the subjectz snd =amplez slong the fop snd genes snd reporters slong the =id
Genez in Columns / Subjects in Rows - will display the genesz and reporters slong the top snd subjectz snd samplez slong the =id

|| &, Run Query ||

Click on the 'Gene' button (highlighted in red) to display a single value representing each subject's EGFR expression levels in the query results, then click
on the Run Query button (highlighted in blue) to display the results.
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